The reaction of two equivalents of 4-hydroxycoumarin with substituted aromatic aldehydes in boiling ethanol results in the formation of biscoumarin derivatives. 1 Using 3,4-dihydroxybenzaldehyde as a starting material the title compound 4-hydroxy-3-[(2-oxo-2H-chromen-3-yl)-(3,4dihydroxyphenyl)-methyl]-chromen-2-one-ethanol solvate was prepared ( Fig. 1 ). This biscoumarin derivative exhibited anticoagulant behaviour, 1 strong radical scavenging, 2 and the strongest antioxidant activity of the investigated biscoumarins. 3 Whereas the synthesis and analytical data of the biscoumarin are given, 1 meanwhile single crystals suitable for a crystal structure analysis could be obtained.
The data set of the X-ray diffraction was empirically corrected for absorption effects (multi-scan).
Crystal data and experimental details are summarized in Table 1 . All nonhydrogen atoms were refined using anisotropic displacement parameters. Hydrogen atoms were treated as recommended by Müller et al. 4 linked by a methylene bridge on which one hydrogen atom is replaced by a 3,4-dihydroxyphenyl residue (Fig. 2) . The C1-C2 distance of 1.5359(19)Å is slightly longer than an unstrained C(sp 3 )-C(ar) bond. 5 This type of strain is further observed in the geometry of the alkylated biscoumarins. The average displacement of the 12 atoms C8-C16, O31, O32, O33 of the 4-hydroxycoumarine from their mean plane (plane 1) is 0.046 Å. For C17-C25, O34, O35 and O36 (plane 2), the average displacement is 0.030 Å, respectively. However, C8 and C18 deviate noticeably from this plane with values of 0.116 Å and 0.118 Å, respectively. Moreover, C1 lies 0.308 Å above plane 2, and 0.264 Å above plane 1, resulting in a distinct deviation from the expected trigonal planar geometry around C8 and C18. Two 4-hydroxycoumarin residues are arranged at a position that permits the formation of two intramolecular hydrogen bonds between a hydroxyl group of one coumarin fragment as a donor and a lactone carbonyl group of the other coumarin fragment as an acceptor. The O-H·O angle is 157.9˚ for O36-H36·O32 and 169.8˚ for O33-H33·O35. Furthermore, O35 serves as a hydrogen acceptor of the hydroxy group (O28) of the solvent ethanol ( Table 2) ; O28 in turn acts as an acceptor of one hydrogen atom of the dihydroxyphenol residue of a neighbour and as a consequence the molecules align in the crystallographic a-direction (Fig. 3) .
One bis-(4-hydroxycoumarin) molecule is surrounded by three crystallographically identical neighbours in close proximity. Both 4-hydroxycoumarine moieties of one molecule undergo parallel-displaced p-p-stacking. Thereby, one of the two 4-hydroxycoumarin moieties interacts with another 4-hydroxycoumarin moiety of a neighbour whereas the other 4-hydroxycoumarin moiety interacts with the 3,4-dihydroxyphenyl residue of a second neighbour. As a consequence, the remaining 3,4-dihydroxyphenyl residue interacts with a 4-hydroxycoumarin moiety of the third neighbour (Fig. S1 ). The distance between the two centers defined by the aromatic ring (C20-C25) of the 4-hydroxycoumarine unit and the aromatic ring of the 3,4-diyhdroxyphenyl unit (C2-C7), is 3.63 Å; the corresponding distance between the two intermolecular aromatic rings (C10-C15) of the 4-hydroxycoumarine residues is 4.47 Å. The displacement ellipsoids are drawn at the 50% probability level; hydrogen atoms are shown as spheres of arbitrary size. 6 The dashed lines emphasize the intra-and inter-molecular hydrogen bonding.
